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Matrix Assisted Laser Desorption lonization Time of
Flight Mass Spectrometry (MALDI-TOF MS)
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Matrix Assisted Laser Desorption lonization Time of
Flight Mass Spectrometry (MALDI-TOF MS)

Acceleration and Detection
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iPLEX® Gold
The Finest in Fine Mapping

SEQUENOM

WWW.sequenom.com
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iIPLEX® Genotyping Assay
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iIPLEX® Genotyping Assay
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iIPLEX® Genotyping Assay
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iIPLEX® Genotyping Assay
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iIPLEX® Genotyping Assay

10 mer ta 10 mer ta
A g g

AT GT

N\ N\
l 10 mer tag l 10 mer tag
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Sample Conditioning
Spot on SpectroCHIP
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iPLEX® ¢,0/:] Process Flow

"MALDI
60 min
EXTEND | ‘
240 min

Liquid Handler
15 min

,j ‘ Clean Resin
01l Liquid Handler 30 min
15 min Nano Dispensing
20 min

~ PCR

Liquid Handler  Process can be run overnight and
J— 15 min interrupted at any point,
post-PCR, post-SAP, post-extend

Liquid Handler

Forensic SNP Analysis

15 min

Automated 545 min
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DNA Sample Types Genotyped by iPLEX®

If you can successfully PCR your template, our
technology can successfully analyze it.

DNA extracted from blood

DNA from formalin fixed and frozen tissue samples

DNA isolated from blood plasma and serum

DNA from FTA cards

Whole genome amplified DNA

Buccal cells

DNA from ear punches

DNA from semen

DNA from plants omstionamenss [0
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IPLEX® Throughput

e 1 CHIP every hour
e 384 samples per CHIP
e Up to 40 SNPs per sample

CHIPS
1/384 1 2 6 38 10
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Flexibility of platform allows the running of partial CHIPS for
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Flexibility of iPLEX®

Panel selection
Select SNPs for panel

Assays multiplexed 32-40 plex
85%-95% conversion rate

Reconfigure panel

orensic Analysis of Genetic and Epigenetic Variation

Genotyping Platform
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Flexibility of iPLEX®

Panel selection
Select SNPs for panel

Assays multiplexed 32-40 plex
85%-95% conversion rate

Reconfigure panel

Remove old assays
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Flexibility of iPLEX®

Panel selection
Select SNPs for panel

Assays multiplexed 32-40 plex
85%-95% conversion rate

Reconfigure panel

Remove old assays

Add additional new assays
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Flexibility of iPLEX®

Panel selection
Select SNPs for panel

Assays multiplexed 32-40 plex
85%-95% conversion rate

Reconfigure panel

Remove old assays

Add additional new assays

Remix existing assays

orensic SNP Analysis Analysis of Genetic and Epigenetic Variation

Genotyping Platform
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Flexibility of iPLEX®

Panel selection
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Assays multiplexed 32-40 plex
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Flexibility of iPLEX®

Panel selection
Select SNPs for panel

Assays multiplexed 32-40 plex
85%-95% conversion rate

Reconfigure panel

Remove old assays

Add additional new assays

Remix existing assays

Genotyping Platform
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Flexibility of iPLEX®

Panel selection
Select SNPs for panel

Assays multiplexed 32-40 plex
85%-95% conversion rate

Reconfigure panel

Remove old assays

Add additional new assays

Remix existing assays

Genotyping Platform
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Genotyping Analysis Technology Dynamics
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MassARRAY iPLEX®

Advantages

« Accurate/reliable

- 95 to 99% call rate on optimized assays

- 99.9% accuracy

e Flexible

— Assay design user controlled

— Assays can be reshuffled and exchanged

 Ease of use

— Universal assay conditions and reagents

— Single well homogeneous assay

Forensic SNP Analysis
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MassARRAY iPLEX® Advantages

e Cost effective
— Low cost per genotype at from 5 to 40 plex level

— Unmodified primers — low sample number

« Works on low quality DNA (e.g. formalin-fixed
paraffin-embedded tissue)

e Quantitative genotyping
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Forensic SNP Analysis

Questions?
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Contact Information

Note: All images are courtesy of Sequenom®.

Forensic SNP Analysis

Jodee Steinberg
3595 John Hopkins Ct.
San Diego, CA 92121
858 — 202 - 9211
jsteinberg@sequenom.com
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