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»Gowning required prior to
entering an evidence exam
area

»Monthly Swipe test

»Separate sectional Quality
group

»In-House databases




Items are individually
examined.

Areas of interest are
Identified, tested and

documented.
— Presumptive tests
— Confirmatory tests

Samples are prepared
for DNA testing and
placed on appropriate
extraction log.




DNA EXTRACTION LOG

Analyst
Date

Cirele extraction method )
ORGANIC / CHELI / CHELEX-LOW / DNA 1Q

Extraction batch 1D:

Hoitial)

Pre-extraction Verification:
Microcon V i

Collection Tube Verification:
Robot Transfer

Hood

[Verified by (date/nitial)

[Verified by (darerinmal)

Farm 5 FBFOB.016
Date: 0409

Extraction logs

Differentials
Low yield
Regular
Knowns

Procedure # FBO7 4001-4003, FBO7 4005-1006, FBO7
Dr. Roger Kab




Quantization
- Amplification

—

‘reedom evo




Analysis
Interpretation
Reporting
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Victona Evans
Administrative
Assistant |
Grants Admin.

Roger Kahn
Forensic Bioclogy Director

We Lisa Gefrides
lyst | DNA Analyst |
ical Ops. Compliance / R&D
Manager

Robin Freeman
DNA Analyst |
DNA Interp.
Manager

Reginald Nikia Redmond

Christy Smejkal

Jaime White
DNA Analyst Il

DNA Analyst I
Training

Chukwuocha
DNA Analyst ||

a Mounir Moudouni

DNA Analyst Ill

DNA Analyst Il
Asst. CODIS Adm

Jennifer Petrash
DNA Analyst |

Mary Green
DNA Analyst |1l

Kimberly Kerlec
DNA Analyst Il

Michal Pierce
DNA Analyst 1

Tammy Taylor
DNA Analyst Il

Kevin MacMillan
DNA Analyst I

Donovan James
DNA Analyst Il
Training

—

Zury Phillips
DNA Analyst |1l

Diana Gonzalez
DNA Analyst |l

Dennis Yip
DNA Analyst Il
Training

Abby Burg
DNA Analyst IlI

Wendi Phelps
DNA Analyst Il

Training

Rhonda Clark
DNA Analyst Il
Training

Michael Donley
DNA Analyst Ill
Training

Cindi Klein
DNA Analyst IIl




Homicide case /Property crimes

Other Evidence e FAX/ Email

Extraction

Differential Organic Organic
thle Chelex
Siegen Qiagen

Quantitation

Profile
PCR Set- Analysis

. . Interpret
up Amplification R

Process Flow Chart for the DNA Unit




SCHEDULE:
Mon- Fri: 7-3:30
ART/DDH/LGS/

ACS/KDW

LIG/IMAD/DOJ

(7-3:30) or (8-5:00)

AT-TB

August 24

August 25

August 26

August 27

August 28

Lab
Lock

4th
LGS
LIG

5lh I
LG

Kits (1)

Assigned
Projects

ACS
LIG

Bleach

5:00 Rotation

Bleach
ART

5:00 Rotation
LGS

ACS

Bleach
ART

5:00 Rotation
LGS

Homicide (1)
Burglary

Property
Cut
Only (1)

Kit - Other
(Other Evidence Case Robot Verificatio

Evidence) 3 Minimum M ns
PV anagement
0)) Overtime

WP
AB Float

DOJ ART

KDW

DDH_
LGS
MAD

JBS 3:30-5

JBS/SP
Bleach/
Autoclave:
Robot

DCY
ZP Float
AB Float

Run:
RF

JBS/SP
Bleach/

Autoclave:
Robot

DDH_
LGS

MAD
JBS 3:30-5

Paper:
CS/DG/
KM

DCY
ZP Float
AB Float

Run:
RF

DDH
LGS
MAD

JBS 3:30-5

JBS/SP
Bleach/

Autoclave:
Robot

Paper:
CS/DG/
KM

DCY
ZP Float
AB Float

Run:
RF

DDH_
LGS

MAD

JBS 3:30-5

JBS/SP
Bleach/

Autoclave:
Robot

Paper:
CS/DG/
KM

DCY
ZP Float
AB Float

Run:
RF

DDH_
LGS
MAD

JBS 3:30-5

JBS/SP
Bleach/

Autoclave:
Robot

Paper:
CS/DG/
KM

Manual
PCR/
Run
Analyze

Report Writing
Review

RUC RPT =MLP//
MG
TR=RF/JP/JW
AR =MP/ CS/
DG/KM

RPT =MLP//
MG
TR=RF/JP/JW

AR =MP/ CS/
DG/KM

TR=RF/JP/
JWMLP/MG
AR =MP/ CS/

DG/KM

TR=RF/JP/
JWMLP/MG
AR =MP/ CS/

DG/KM

TR=RF/JP/
JWMLP/MG
AR =MP/ CS/

DG/KM




Extraction

Reporting

Amplification

‘

CE Load/

Quantitation Analysis




M

Lab Numbers: Demonstration Data

Analyst: KM
Verification:
System: Human
Date: 1/22/2008
Reactions: 60

Lot #expiration date  Yolume

Quantifiler Kit

PCR Reaction Mix (12.5ul)
Primer Mix (10.5ul)
Standards

TE

1 2

3

4

5 6 7 9

50 NEG

SAMPLE-8

SAMPLE-15

SAMPLE-RB-

5 SAMPLE-30 | SAMPLE-38

16.7 SAMPLE-1

SAMPLE-S

SAMPLE-16

SAMPLE-23 | SAMPLE-31 | SAMPLE-39

556 SAMPLE-2

SAMPLE-10

SAMPLE-17

SAMPLE-RB-

SAMPLE-24 | SAMPLE-32 3

SAMPLE-11

SAMPLE-18

SAMPLE-25 | SAMPLE-33

062 SAMPLE-4

SAMPLE-RB

SAMPLE-19

SAMPLE-26 | SAMPLE-34

021 SAMPLE-S

SAMPLE-12

SAMPLE-20

SAMPLE-27 | SAMPLE-35

Sample

Conc.
{(ng/pL)

Dilution

0.068 SAMPLE-6

SAMPLE-13

SAMPLE-21

SAMPLE-1

0.2440

SAMPLE-28 | SAMPLE-36

SAMPLE-2

500.0000

17100

A
B
C
D| 185 | sewpes
E
F
G
H

0.023 SAMPLE-7

SAMPLE-14

SAMPLE-22

SAMPLE-3

4.2600

SAMPLE-29 | SAMPLE-37

SAMPLE-4

1.9100

tandards (Expiration date:

)

50ul [stock] +150ul TE

50.0ngdul

50ul [STD 1] + 100ul TE

16.7ngful

5.56ng/ul

50ul [STD 3] +100ul TE

1.85ngful

50ul [STD 4] + 100ul TE

0.62ng/ul

50ul [STD 5] +100ul TE

0.21ngdul

50ul [STD B] + 100ul TE

0.068ng/ul

S
1
2
3 |50ul [STD 2] +100ul TE
4
5
6
7
8

50ul [STD 7] +100ul TE

0.023ng/ul

Dispense 23ul of the Master Mix into each reaction well.

SAMPLE-S

3.8000

2 Add 2ul of sample, standard, or control to the appropriate we

SAMPLE-B

1.5000

NOTE: Standards should be run in duplicate.

SAMPLE-7

100.0000

SAMPLE-S

0.1870

SAMPLE-S

SAMPLE-10

SAMPLE-11

0.0016

SAMPLE-RB

SAMPLE-12

0.1540

SAMPLE-13

SAMPLE-14

0.0218

SAMPLE-15

0.0411

SAMPLE-16

0.0043




STR AMPLIFICATION WORKSHEET (25uL volumes)

Lab number(s): Demonstrati

Date: 1/22/2008
Analyst: Km
Verification:

PROFILER PLUS:[_ 41|

x 10.5 pL Reaction mix
x 0.5 pL AmpliTag Gold
x 5.5 pL Primer Set

Thermocycler Used:

on Data

COFILER:[_#1__]

x 10.5 pL Reaction mix
x 0.5 pL AmpliTag Gold
x 5.5 pL Primer Set

Add Quant Results

Sample

DNA (ng)

Conc.
(ng/pL)

Sample
Vol. (pL) Dilution

Profiler
Plus

CoFiler

SAMPLE-1

0.2440

SAMPLE-2

5.0000

14100

SAMPLE-3

4.2600

SAMPLE-4

1.9100

SAMPLE-5

3.6000

SAMPLE-6

1.5000

SAMPLE-7

1.0000

SAMPLE-8

0.1870

SAMPLE-9

UND

SAMPLE-RBE-3

SAMPLE-10

d 1 Pl P P P o P
O|0|o|o|ojo|o|o|o|o

UND

POS_PP

SAMPLE-11

0.0016

POS _CO

SAMPLE-RB

UND

NEG

SAMPLE-12

0.1540

SAMPLE-13

UND

SAMPLE-14

0.0218

SAMPLE-15

0.0411

A B o ] e B B B B e B B e B ] P

Profiler Plus

Cofiler

Kit lot # fexpiration

0708026 /08/21/08

0710024 /110108

Reaction mix lot

0707118

0708119

AmpliTag Gold lot # /exp.

HY2858 / 09/30/08

HY2860 /09/30/08

Primer set lot #

0708059

0709037

Control DNA lot #

0706052

0707053

TE

102907RUC

102907RUC




PCR Amplification Plate

Lab number(s): pemanstration Data

Amp Tray ID: 012208KnM
Date: 1/22/2008

Analyst: K

2 3 4 5 6 8 9 10 11 12
GAMPLE- |SAMPLE- |SAMPLE- |SAMPLE- [SAMPLE- GAMPLE- |SAMPLE- |SAMPLE- |SAMPLE- |SAMPLE-
5._PP 13.p  |2PP |PP [P 5.co 13.c0 [21.c0 |.co  [sm.co
SAMPLE- |SAMPLE- |SAMPLE- |SAMPLE- |SAMPLE- SAMPLE- |SAMPLE- |SAMPLE- |SAMPLE- |SAMPLE-
7.PP 14pp  |2pp  |app |3mep 7.co 14.c0  [2.c0 |w@co [wco
SAMPLE- |SAMPLE- |SAMPLERB|SAMPLE- |SAMPLE- SAMPLE- |SAMPLE- SAMPLE- |SAMPLE-
3PP 15.PP  |2.pP 0P [3pP 5.cO 15.CO 30.co [sm.co
GAMPLE- |SAMPLE- |SAMPLE- |SAMPLE- |SAMPLE- |SAMPLE- |SAMPLE- |SAMPLE- |SAMPLE- |SAMPLE- |SAMPLE- |SAMPLE-
1_pp 9.pp 16.pp  |apr |mpp |mpr [1.cO 9.co 16.C0 A | B | ¢ F G H
SAMPLE- |SAMPLE- |SAMPLE- |SAMPLE- |SAMPLE- |SAMPLE-RBJSAMPLE- |[SAMPLE- |[SAMPLE- 1 | ABI CE Sample loading plate
2P 10 |17.pp |4app |:2Pp |3pP 2.co 10.co  [17.co
SAMPLE- |SAMPLE- |SAMPLE- |SAMPLE- |SAMPLE- SAMPLE- |SAMPLE- |SAMPLE- Lab number(s): bemonstration Data
3PP 1P |18PP  |5.PP  [|33PP 3.co 11.co  |18.co
SAMPLE- [SAMPLE- |SAMPLE- [SAMPLE- [SAMPLE- |POS PP |[SAMPLE- SAMPLE- Run ID: 012208KM Instrument:
4P REPP  |19.PP  |6PP  [|34pP 4.CO 19.CO

SAMPLE- [SAMPLE- |SAMPLE- [SAMPLE- |SAMPLE- |NEG_PP |SAMPLE- |SAMPLE- |[SAMPLE- 7 | Date: 1/22/2008
5 _pp 12_pP 20_pP 27 PP 35_PP 5.CO 12.C0  [20.cO

I | |m m |O [0 |B |>»

Analyst: K

1 2 3 4 5 6 7 8 9 10 11
Ladder PP |SAMPLE- |SAMPLE- |SAMPLE- |SAMPLE- |SAMPLE-  |Ladder CO|SAMPLE- |SAMPLE- |SAMPLE- |SAMPLE- |SAMPLE-
6_PP 13_PP 21_pp 28_PP 36_PP 6_CO 13.0 |21.co  [8co0  [®_CO

POS_PP [SAMPLE- |SAMPLE- (SAMPLE- |SAMPLE- |SAMPLE- POS_CO |SAMPLE- |SAMPLE- |SAMPLE- |SAMPLE- [SAMPLE-
7_PP 14_PP 22_PP 29_PP 37_PP 7_CO 14_CO 22_CO 29_CO 37_CO

NEG_PP [SAMPLE- |SAMPLE- [SAMPLE- |SAMPLE- |SAMPLE- |NEG_CO |SAMPLE- |SAMPLE- SAMPLE-  |SAMPLE-
5_PP 15_PP RB-2_ PP |30_PP 35_PP 5_CO 15_CO 30_CO 38_CO

SAMPLE- SAMPLE-  |SAMPLE-  [SAMPLE-  [SAMPLE-  |SAMPLE- SAMPLE- SAMPLE-  |SAMPLE-  [SAMPLE-  [SAMPLE-  |SAMPLE-
1_PP 9_PP 16_PP 23_PP 31_PP 39_PP 1_CO 9_CO 16_CO 23_CO 31_CO 39_CO

SAMPLE-  |SAMPLE- |SAMPLE- |SAMPLE- |SAMPLE- |SAMPLE-RB-|SAMPLE-  |SAMPLE- |SAMPLE- |SAMPLE- |SAMPLE-
2P 10_PP 17_pP 24_pp 32_pP 3_pP 2.CO 10.co [17co |e4co  |:2.co

SAMPLE-  |SAMPLE- |SAMPLE- |SAMPLE- [SAMPLE- |Ladder PP |SAMPLE-  |SAMPLE- |SAMPLE- |SAMPLE- |SAMPLE- |Ladder CO
3PP 11_PP 18_PP 25_pP 33_pP 3.CO 11.co  [18co [5.c0  [m_cO

SAMPLE-  |SAMPLE- [SAMPLE- |SAMPLE- |SAMPLE- |POS_PP [SAMPLE- SAMPLE- |SAMPLE- [SAMPLE- |POS_CO
4_PP RBPP  [19_FP 26_PP 34_PP 4_CO 19_CO 26_CO 34_CO

SAMPLE-  |[SAMPLE- |SAMPLE- [SAMPLE- [SAMPLE- |NEG_PP |[SAMPLE-  |[SAMPLE- |SAMPLE- [SAMPLE- [SAMPLE- |NEG_CO
5_pp 12_PP 20_PP 27_pp 35_pP 5_CO 12.c0 |20c0 [27.co  [ms_co

Note: Samples in bold were injected for 10 seconds

I |®@ |m |m | [0 B |»

Rox Lot

Formamide Lot

PP Allelic Ladder Lot
CO Allelic Ladder Lot




E
ContainerType AppType Owner Operator
: 96-WWell Regular KM KM
Applnstance
| 4 |GeneMapper GeneMapper_d7 dd451ab2a311d993b8000d56d61fe6 ,
Well Sample Name Comment Priority  Sample Type Snp Set Analysis Method Panel
Ladder_PP 100 Allelic Ladder HCMEO3100 Profiler_Plus_v1 RED 75-400 _sec_inj 5_sec_inj
POS_PP 100 Positive Control HCMEO3100 Profiler_Plus_v1 RED 75-400 5 i 5_sec_|n_|
NEG_PP 100 Megative Control HCMEO3100 Profiler_Plus_v1 RED 75-400 _sec_inj 3100_rv 10_sec_inj
SAMPLE-1_PP 100 Sample HCMEO3100 Profiler_Plus_v1 RED 75-400 5 _sec_| : 5_sec_inj
SAMPLE-2_PP 100 Sample HCMEO3100 Profiler_Plus_v1 RED 75-400 5_sec_inj : 1 5_sec_inj
SAMPLE-3_PP 100 Sample HCMEO3100 Profiler_Plus_v1 RED 75-400 5_sec inj ? 5_sec_inj
SAMPLE-4_PP 100 Sample HCMEO3100 Profiler_Plus_v1 RED 75-400 5_sec mj N 5 _sec |n_|
SAMPLE-5_PP 100 Sample HCMEO3100 Profiler_Plus_vl RED 75-400 i i E
SAMPLE-6_PP 100 Sample HCMEO3100 Profiler_Plus_v1 RED 75-400
SAMPLE-7_PP 100 Sample 'HCMEO3100 Profiler_Plus_v1 RED 75-400
SAMPLE-S_PP 100 Sample HCMEO3100 Profiler_Plus_v1 RED 75-400
SAMPLE-S_PP 100 Sample HCMEO3100 Profiler_Plus_v1 RED 75-400
SAMPLE-10_PP 100 Sample 'HCMEO3100 Profiler_Plus_v1 RED 75-400
SAMPLE-11_PP 100 HCMEO3100 Profiler_Plus_v1 RED 75-400 _sec_ K s i
SAMPLE-RB_PP 100 HCMEO3100 Profiler_Plus_v1 RED 75-400 10_sec_inj 3100_run  10_sec_inj

|
340 380 380 400 420

| e | vy N —rer—

1 Green Sample DNA

4 e
_ (orsezs |

1 Yellow Sample DNA




Serology Statistics
Cutfor Cutfor Pictures
Kit/OE!Cut Case Type Blood Semen Other DNA  Outource Taken Training Total Points Pages in Report  Points

4 4 » M| Monthly . Daily ¥




Pre-Write ' Case Stafistics

items Points Assigned Report Fazed Anist TAT Case TAT Review

PEE Monthly < Daily . ¥J



Personal
statistics
calculated in

spreadsheet Tracked Monthly
by adding the  daily metrics
number of
task

Hours Spent On Other
% Time Spent On Points
Productivity Index

Total Kits Worked

Other Evidence Cases
Cases Sent to Outsource
Cases Sentto DNA

Bone Processing Cases
Staincards

Kits Screened

Cases Cut For Outsourcing

1

Ob ing ¢ Supervising (enter in mil

Verifications  Serology Tube verification
TubelPlate verification
Quant?AMP paperwork

Extraction

Organic
Differential
Regular Chelex
Low Yield Chelex
Qiagen Cleanup
Microcon
total

Manual Quantification
40-78 samples
1-39 samples
total

Manual Amplification
45-90 samples
1-44 samples

bobal

3100 Hun
45-30 samples
1-44 samples
total
3100 Analyze 1" read 2" read
45-30 samples
1-44 samples
total
Print{Collate!Photocopy Data
45-30 samples
1-44 samples
Reports Issued
u]

_:HH H HHH Iooocoo ‘:QQI oocal I

ooI H_— H

Serology
Rework

Reviews
DMNA Tech Review
DA Admin Review
Serology Tech Review
Serology Admin Review
Closed Report
Outsource Review
10 Review
Outsource Batches

coDis

CODIS Review

Forensic Hit

Offender Hit
Conviction/Benchwork
‘Weekly up/download
Daily backup

Biweekly media exchange
MMonthly stats

Case Correspondence
Pretrial Conferences
Cases Testified

Trace Collections
Outside Training Attended

Points Total_



Serology

Hours Worked Time Spent % Time on |
inLab  onPoints  Points Points PI
166.75 148.05 89% 4108 2775
151.1 1428 95% 3176 2224

157.5 107.2 63% 2395 2234
163.75 15325 94% 4459 2910
1535 14225 93% 2657 1868
156.5 141.05 90% 3095 2194
17145 157.53 92% 4219 , , , , , ,

‘Hours Worked Time Spent % Time on
in Lab on Points Points  Points
153 106.75 70% 366.4
1762 1622 92% 451.59
1575 8825 I 36% -I 1533
1325 100.25 76% 3304

144 90.75 63% 2711 0perations

14925 126.75 85% 4286

158.1 138.1 87% 27275




Interpretation

135 78%
174 94%
163 . 90%
168.75 149 88%
150 115 11%
98.5 925 94% 474 512

Hours Worked Time Spent % Time on

in Lab
160.5
177
1275
178.8
164.5
157.5




Forensic Biology Growth

O DNA Reports B Serology Reports

140

120 1

100 /N
Reports 80 Q)
Issued ¢,

40
207
U_

Jan06  Mar06  May06  Juy0B  Sept06  Nov-06  Jan-07
Date

DNA Reports




September 2008-2009:

~50%
~85%
~25%

ncreased monthly output
Decreased backlog

ncreased CODIS monthly hits




* Increased monthly output
 DNA cases reported September 2008 = 130
 DNA cases reported September 2009 = 267

* Decreased backlog 60 days)
« Backlog as of September 2008 = 1077
» Backlog as of September 2009 = 163

* Increased CODIS monthly hits
 CODIS matches September 2008 = 21
 CODIS matches September 2009 = 86




Thank You

Contact information:

Robin Freeman, M.S.

Forensic Biology-Interpretation Manager
Harris County Medical Examiner’s Office
(713) 796-6974

Dr. Roger Kahn

Forensic Biology Director

Harris County Medical Examiner’s Office
(713) 796-6978




